Source: Q/fe 



Application Serial Number: Q 9/&6& 




Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY 
EITHER: 



1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 

COMMUNICATION TO THE APPLICANT, WITH A NOTICE TO COMPLY 



2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT 
WITH A NOTICE TO COMPLY 

FOR FURTHER INFORMATION, PLEASE TELEPHONE-MARK SPENCER, 
703-308-4212. 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is. expected to result in fewer errored sequence 
; listings, thus saving time and money. 



or, 



Checker Version 3.0 



Checker Version 3.0 can be down loaded from the USPTO jvebsite at the following address: 

http://www.uspto.gov/web/offices/pac/checker • • 



''r i 




rOIPE^ 



RAWjSEQUEMCE i LISTING ^ri^^j-IL" ^ _ DATE: 09/29/2000 

PATENt"*APPLICATION:~ US/09/666,837 TIME: 13:13:20 

Input Set : A:\2314-206.app 
Output ;Set:. N:\CRrX\052^000\J666837.raw 

3 <110> APPLICANT: Cornell-Bell, Ann H . : * . . 

4 Pemberton, Karen E. • 

5 Temple Jr . , Davis L . 

6 Layer, Richard T. Doec M^* ~ ' * 

7 McCabe, R. Tyler Cnrr* * V °* Comnfw - 

8 Jones, Robert M. ^ 0rr eCted D/elr^ 

9 Cognetix, Inc. KOttB NeedM 
11 <120> TITLE OP INVENTION: Uses of Kappa -Conotoxin PVIIA c Ut?Q 
13 <130> FILE REFERENCE: Kappa-PVIIA » . 

> 15 <140> CURRENT APPLICATION NUMBER: US/09/666,837 
"' 16 <141> CURRENT FILING DATE: 2000-09-21 

18 <150> PRIOR APPLICATION NUMBER: US 60/219,438 

19 <151> PRIOR FILING DATE: 2000-07-20 

21 <150> PRIOR APPLICATION NUMBER: US 60/155; 135 

22 <151> PRIOR FILING DATE: 1999-09-22 
24 <160> NUMBER OF SEQ ID NOS : 25 

26 <170> SOFTWARE: Patentln Ver . 2.0 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 27 

30 <212> TYPE: PRT 

31 <213> ORGANISM: Conus purpurascens 

33 <220> FEATURE: 

34 <221> NAME/KEY: PEPTIDE 

35 <222> LOCATION: (1) . . (27) / y ^ ' / / 

36 <223> OTHER INFORMATION: Xaa at residue 2, 7, 18, 19, 22 and 25 may be Arg, 

37 homoarginine, ornithine, Lys , N-methyl-Lys, 



38 N,N- dimethyl -Lys, N, N, N - trimethyl - Lys , any / /) A 

v > H ^^ thfiru^ ^ sic ^amin o acid, His or halo-His; Xaa^s fftUflA /S-fts *~ sQ&^frJL^cA /(jUJUL^ 



4 2 <220> FEATURE: 

43 <221> NAME/KEY: PEPTIDE 

44 <222> LOCATION: (1)..(27) f 

45 <223> OTHER INFORMATION: 4 may be Pro or Hyp; Xaa at residue 9 and 23 may 
4 6 be Phe,Tyr, meta-Tyr, ortho-Tyr, nor-Tyr, 

47 mono- halo -Tyr, di-halo-Tyr, O-sulpho-Tyr , 

48 O-phospho-Tyr, nitro-Tyr, Trp (D or L), neo-Trp, 

50 <220> FEATURE: 

51 <221> NAME/KEY: PEPTIDE 

52 <222> LOCATION: (1)..(27) 

53 <223> OTHER INFORMATION: halo-Trp (D or L) or any synthetic aromatic amino 

54 acid; Xaa at residue 11 is His or halo-His 

56 <400> SEQUENCE : 1 / / / 

57 Cys Xaa lie Xai Asn Gin Xaa Cys Xaa Gin Xaa Leu Asp Asp Cys Cys 

5 8 1 7 f • 5 / / -I 10 . is. 

60 Ser Xaa Xaa Cys Asn Xaa Xaa Asn Xaa Cys Val 

61 20 25 
64 <210> -SEQ ID NO: 2 



file://C:\CRF3\Outhold\VsrI666837.htm 



9/29/00 



RAW "SEQUENCE^LISTING V J ~ ' D ATE 09/29/2000* 

PATENT APPLICATION" US/09/666, 837 TIME: 13 :1"3T20 ~ 



Input Set : A:\2314-206.app 
Output Set: N:\CRF3\09292000\l666837.raw 

65 <211>: : LENGTH:-27f-- — " " ' ' '■ 

66 <212> TYPE : PRT. 

67 <213> ^ORGANISM : ; jConus. purpuras cens 

69 <220> FEATURE: * - 

70 <221> NAME/KEY:- PEPTIDES ' • 

71 <222> LOCATION: (1) :. (27) 

72 <223> OTHER INFORMATION: Xaa is Hyp 
74 <400> SEQUENCE: 2 

5 Cys Arg lie Xaa Asia Gin Lys Cys Phe Gin His Leu Asp Asp Cys Cys 

6 15 10 15 

78 Ser Ala Lys Cys Asn Arg Phe Asn Lys Cys Val 

79 20 25 

82 <210> SEQ ID NO: 3 

83 <211> LENGTH: 27 

84 <212> TYPE: PRT 

85 <213> ORGANISM: Conus purpurascens 

87 <220> FEATURE: 

88 <221> NAME/KEY: PEPTIDE 

89 <222> LOCATION: (1)..(27) 

90 <223> OTHER INFORMATION: Xaa is Hyp 
92 <400> SEQUENCE: .3 

-> 93 Cys Arg lie Xaa Asn Gin Lys Cys Phe Gin His Leu Asp Asp Cys Cys 
94 1 5 10 15 

96 Ser Arg Lys Cys Asn Ala Phe Asn Lys Cys Val 

97 20 25 

100 <210> SEQ ID NO: 4 

101 <211> LENGTH: 27 

102 <212> TYPE : PRT 

103 <213> ORGANISM: Conus purpurascens 

105 <220> FEATURE: 

106 <221> NAME/KEY: PEPTIDE 

107 <222> LOCATION: (1)..(27) 

108 <223> OTHER INFORMATION: Xaa is Hyp 

110 <400> SEQUENCE: 4 

111 Cys Arg Ala Xaa Asn Gin Lys Cys Phe Gin His Leu Asp Asp Cys Cys 

112 1 5 10 15 

114 Ser Arg Lys Cys Asn Arg Phe Asn Lys Cys Val 

115 20 25 

118 <210> SEQ ID NO: 5 

119 <211> LENGTH: 27 

120 <212> TYPE: PRT 

121 <213> ORGANISM: Conus purpurascens 

123 <220> FEATURE: 

124 <221> NAME/KEY: PEPTIDE 

125 <222> LOCATION: (1)..{27) 

126 <223> OTHER INFORMATION: Xaa is Hyp 
128 <400> SEQUENCE: 5 

>, 129 Cys Arg He Xaa Asn Gin Lys Cys Phe Gin His Leu Asp Asp Cys Cys 
130 15 10 15 
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RAW SEQUENCE LISTING ~ ". 7 ". Z DATE :. 09/29/2000' 

PATENT APPLICATION : US/09/666, 837 TIME:~~1'3 T1'3 : 20 

Input Set : A:\2314-206.app 

Output Set: Ni\CRF3\09292000\l666837.raw 



r -132 J Ser Arg " Ala Cys Asn Arg " Phe Asn Lys Cys "Val^-^— T^T^T":" — - — -_- 
, .133 20 25 . _; -V r ' 

,. \..136^<210> SEQ ID NO: 6 — ^Wv ~;' 

137-"-<211> LENGTH :• 27 " . ... 

™ .^„-_ T38--<212>-TYPE: PRT ' . ■'- ~ : " ' — — " ------ 

139 "<213> ORGANISM: Conus purpurascens 
- ,141 <220>, FEATURE: ■ , - 

142 <221> NAME/KEY: PEPTIDE 

143 <222> LOCATION: (1)..(27) 

144 <223> OTHER INFORMATION : Xaa is Hyp 
146 <400> SEQUENCE: 6 

\jJt-> 147 Cys Ala He Xaa Asn Gin Lys Cys Phe Gin His Leu Asp Asp Cys Cys 
148 15 10 15 

150 Ser Arg Lys Cys Asn Arg Phe Asn Lys Cys Val 

151 20 25 

154 <210> SEQ ID NO: 7 

155 <211> LENGTH: 27 

156 <212> TYPE: PRT 

157 <213> ORGANISM: Conus purpurascens 

159 <220> FEATURE: 

160 <221> NAME/KEY: PEPTIDE . 

161 <222> LOCATION: (1)..(27) 
163 <400> SEQUENC&w7 

W--> 164 Cys Arg He/xaayAsn Gin Lys Cys Ala Gin His Leu Asp Asp Cys Cys 
165 1 V-/ 5 10 15 

167 Ser Arg Lys Cys Asn Arg Phe Asn Lys Cys Val 

168 20 25 

171 <210> SEQ ID NO: 8 

172 <211> LENGTH: 27 

173 <212> TYPE: PRT 

174 <213> ORGANISM: Conus purpurascens 

176 <220> FEATURE: 

177 <221> NAME/KEY: PEPTIDE 

178 <222> LOCATION: (1)..(27) 

179 <223> OTHER INFORMATION: Xaa is Hyp 
-jv- 181 <400> SEQUENCE: 8 

t*Cr> 182 Cys Arg He Xaa Asn Gin Lys Cys Phe Gin His Leu Asp Asp Cys Cys 

183 15 10 15 

185 Ser Arg Lys Cys Asn Arg Phe Asn Ala Cys Val 

186 '20 25 

189 <210> SEQ ID NO: 9 

190 <211> LENGTH: 27 

191 <212> TYPE: PRT 

192 <213> ORGANISM: Conus purpurascens 

194 <220> FEATURE: 

195 <221> NAME/KEY: PEPTIDE 

196 <222> LOCATION: (1)..(27) 

197 <223> OTHER INFORMATION: Xaa is Hyp 
199 <400> SEQUENCE: 9 
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^MW r SEQiraNCE T IiISTING-£- — r - — DATE: 09/29/2000— 
"PATENT -APPLICATION: ~ " US/09/666, 837 TIME: 13 :13:20 J 



Input Set : A:\2314-206.app 

Output Set: N:\CRF3\09292000\I666837.raw 



2 6 8 <2 2 2> -LOCATION :-■( 1 ) . . ( 2 7) — ^r-^— i~ ' "1 " 

269 <223> OTHER INFORMATION: Xaa is Hyp 
~AS 271<400> S EQUENCE : ] .13' ^IfeL _ l^J 

Ut:> 272- Cys Gin lie. Xaa. Asn Gin Lys Cys Phe Gin His Leu. Asp Asp Cys Cys 

273 1 . . - — r^;5^'zq=r-— r .'.-r... : 10 15 - 

275 Ser Arg Lys Cys Asn' Afg Phe Asn Lys Cys Val 

276 20 . - 25 

279 <210> SEQ ID NO: 14 

280 <211> LENGTH: 27 

281 <212> TYPE: PRT 

282 <213> ORGANISM: Conus purpurascens 

284 <220> FEATURE: 

285 <221> NAME/KEY: PEPTIDE 

286 <222> LOCATION: (1)..(27) 

287 <223> OTHER INFORMATION: Xaa is Hyp 

289 <4Q0> SEQUENCE: 14 

290 Cys Arg lie Xaa Asn Gin Lys Cys Phe Gin Ala Leu Asp Asp Cys Cys 

291 15 10 15 

293 Ser Arg Lys Cys Asn Arg Phe Asn Lys Cys Val 

294 20 25 

297 <210> SEQ ID NO: 15 

298 <211> LENGTH: 27 

299 <212> TYPE:' PRT 

300 <213> ORGANISM: Conus purpurascens 
302 <220> FEATURE: 
3 03 <221> NAME/KEY: PEPTIDE 
304 <222> LOCATION: (1)..(27) 
306 <400> SEQUENC?gXl5 

W--> 3 07 Cys Arg Ile/xaajAsn Gin Lys Cys Phe Gin His Leu Asp Ala Cys Cys 
308 1 \ / 5 10 15 

310 Ser Arg Lys Cys Asn Arg Phe Asn Lys Cys Val 

311 20 25 

314 <210> SEQ ID NO: 16 

315 <211> LENGTH: 27 

316 <212> TYPE: PRT 

317 <213> ORGANISM : Conus purpurascens 

319 <220> FEATURE: 

320 <221> NAME/KEY: PEPTIDE 

321 <222> LOCATION: (1)..(27) 

3 22 <223> OTHER INFORMATION : Xaa is Hyp 
324 <400> SEQUENCE: 16 

3 25 Cys Arg lie Xaa Asn Ala Lys Cys Phe Gin His Leu Asp Asp Cys Cys 

326 15 10 15 

3 28 Ser Arg Lys Cys Asn Arg Phe Asn Lys Cys Val 
329 20 25 

3 32 <210> SEQ ID NO : 17 

333 <211> LENGTH: 27 

334 <212> TYPE: PRT 

3 35 <213> ORGANISM: Conus purpurascens 



I 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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^VERIFICATION SUMMARY 



-PATENT APPLICATION: — US/0 9/66 6,-837 




Input Set : 
. Output . Set : 



Ai\2314-206.app 
Nt\CRF3\09292000\I666837.xaw 



L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 



:lt^>27J^cJiCurxent;-^^ 
V 16 * M:~2 7JT cr current/ _Fil ing Date di f f er s , Rep laced ' Curr^^ 

r40^MT25^^f T Pield exceeds allowed "number of llneV>^g22 3> ,Other; n ihi6rmati5h : ; 
{5rWSl?Vf^'"46)-«W»; or "Xaa" Vused , for SEQ IDf : t r] \ r iC^^^SS^ HX: ; 
:J6 LfeM^SJ^ffiS ■£& J ~ " & "-: . or ■ Xaa ?. . us ed , . for - S EQ - ID# t l^^srr ^^ - 11 i^^-^^r^ ^ 
:75 H&A&Wklvi6)y*n\ or : "Xaa" used, for SEQ ip#:2 !:vi T :" "AjjV 

iST-My^Al ')^}-lxA6jy^n\OT "Xaa" used/ for SEQ ID#.:3 ■ = . i ■ „- : : -^J^- v % 

:lllll:34 r r r w7 (46)" "n 11 or "Xaa" used, for SEQ ID#:4 r \ . 

(46) "n" or "Xaa" used, for SEQ ID#:5 

(46) "n" or "Xaa" used, for SEQ ID#:6 " " " 

Mandatory Feature jnissing, <223> not found for SEQ ID#:7 




:129 M:341 W: 
:147 M:341 W: 
:164 M:258 W: 
:164 M:340 W: 
:182 M:341 W: 
:200 M:341 W: 
:218 M:341 W: 
:236 M:341 W: 
:254 M:341 W: 
:272 M:341 W: 
:290 M:341 W 



(46) 
(46) 



(46) 
(46) 

(46) "n" 
(46) 



or 
or 

(46) "n" or 
(46) "n" or 
11 n" or 
"n" or 
or 
or 



"Xaa" used; Feature required, 

"Xaa" used, for SEQ ID#:8 

"Xaa" used, for SEQ ID#:9 

"Xaa" used, for SEQ ID#:10 

"Xaa" used, for SEQ ID#:11 

"Xaa" used, for SEQ ID#:12 

"Xaa" used, for SEQ ID#:13 

-Xaa" used, for SEQ ID# : 14 



for SEQ ID#:7 



307 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:15 

:307 M:340 W: (46) "n" or "Xaa* used: Feature required, for SEQ ID#:15 

:325 M:341 W: (46) 'n" or "Xaa" used, for SEQ ID#:16 

:343 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:17 

:361 M:341 W: (46) 'n" or "Xaa" used, for SEQ ID# : 18 

:379 M:341 W: (46) 'n" or "Xaa" used, for SEQ ID# : 19 

:396 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:20 



:396 M:340 W: (46) "n" or "Xaa" used: Feature required, 

:414 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:21 

:432 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:22 

:450 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#;23 

:481 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:25 



for SEQ ID#:20 
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